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Aleurone (live cell)
Nutrition: proteins,
lipids, vitamins,
micronutrients

Starchy endosperm
(PCD)

Nutrition: starch,
proteins
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SALT
THK1 AN

AN NKD1:
RISBZ1: CR4 DEKT NKD?2
RPBF \

Aleurone Cell Fate

Becraft et al., science 2002
Lid et al., PNAS 2002

Shen et al., PNAS 2003

Yi et al., Plant Pysiol 2003
Kawakatsu et al., Plant J 2009
Hibara et al., Dev Biol 2009
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M3 grains from EMS-mutagensis
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IR ISR E N E 3Rk R (thick aleurone, ta)

M2 lines screened 8,925
M3 seeds screened 36,000
Candidate ta obtained 23
Confirmed ta mutants 2

(Background material: Zhonghua 11, japonica type)
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Lugo + Sudan Red

ta2-1
Liu et al., PNAS, 2018
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TA2
Chr. 1
n=2,128
Markers L32 L19
PACs P P0665D10
Recombinants (71) (1) (3) (40)
46 kb
ORFs
s7 TA2 (OsROS1) S18
ATG OsROS7 (LOC_0Os01g11900) TAG

w } I
ta2-6 ta2-5 ta2-3 ta2-1
(A441V) (R482K) 1224 (S1413N)

ta0-o (7-AA insertion)

(S1357F) (D1425N)
ZH11 ta2-1 N E - - - - - _ v E
*mOSROS1 OsROS1T AATGAG -----=- === =ce oo - oo -- - GTATTT

<= 0sROST
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ta2- 185 RN E3RE

= IBEC A S AR

Endosperm phenotypes it it
Cross combination P for 1:1
Wild-type  1a phenotype (%)
TA2/ta2-1 x TA2/ta2-1 321 313 494 0.7506 (N.S.)
ZHI11 x ta2-1 197 0 0 N.A.
ZHI11 x TA2/ta2-1 171 0 0 N.A.
ta2-1 x ZHI11 0 589 100 N.A.
ta2-1 x TA2/ta2-1 0 422 100 N.A.
TA2/ta2-1 x ZH11 199 193 49.2 0.7618 (N.S.)
TA2/ta2-1 X ta2-1 212 214 50.2 0.9228 (N.S.)

N.S., not significant; N.A., not applicable.
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